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Nhirng dong gép mai ciia ludn an

Cung cdp thong tin v& tinh hinh nhifm va ty 1€ khéng khang sinh cuia
Salmonella spp. trong thuc pham (thit, thuy hai san, rau cu qua, trimg) tai thanh phé
H6 Chi Minh.

P4 xac dinh duoc dic diém cua cac gen va yéu t6 lién quan tinh khang khang
sinh (nhém integron, kiéu plasmid khong tuong hgp, vung gen cassette) ctia cac
serovar Salmonella spp. phan lap tir thuc phdm.

Lu4n an phat hién cac dot bién méi trén céc gen blaTEM/blaCTX ma hod sinh
ESBL va céc gen gyrA, parC lién quan dén khéng khang sinh nhém quinolon dua
trén két qua giai trinh ty bo gene. Pa dang ky accession number cho b9 gen tai Ngan

hang Co s¢ Dit liéu DNA (DDBJ), Nhat Ban.
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NEW CONTRIBUTION OF THE STUDY

Thesis title: Research on molecular characteristics of antibiotic resistance in
Salmonella spp. isolated from food in Ho Chi Minh City

Major: Biotechnology Code: 9.42.02.01
PhD. Candidate: Truong Huynh Anh Vu Course: 2016
Supervisors: Assoc. Pro. Dr. Nguyen Hoang Khue Tu

Educational institution: Nong Lam University, Ho Chi Minh City

New findings of the thesis:

Information on the situation of infection and the rate of antibiotic resistance of
Salmonella spp. isolated in food (meat, seafood, vegetables, eggs) collected in Ho
Chi Minh City is provided.

The characteristics of genes and factors (integron, plasmid incompatibility,
cassette gene) related to antibiotic resistance of Salmonella spp. isolated from food
were identified.

The thesis detected the new mutations on the blaTEM/blaCTX genes that
encode ESBL biochemistry and the gyrA and parC genes associated to antibiotic
resistance to quinolon group based on whole genome sequence analysis. Moreover,
one whole genome sequence was registered an accession number at DNA Database

Bank (DDBJ), Japan.
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